EXHIBIT A 



Claims Pending Following Entry of Amendment and Response Filed 
December 2, 2003, in connection with co-pending U.S. Application 
No. 09/663,458 

98. (New) A method for assessing the effectiveness of a candidate HIV antiretroviral 
compound, said method comprising: 

(a) culturing a host cell in the presence of said candidate HIV antiretroviral 
compound, wherein said host cell comprises a test vector comprising (i) a 
nucleic acid segment encoding HIV protease having a mutation at codon 88 
and (ii) an indicator gene, wherein expression of said indicator gene depends 
upon the activity of said HIV protease; 

■(b) measuring the amount of expression of said indicator gene in-said-host-cell 
from step (a); and 

(c) comparing the amount of expression of said indicator gene as measured in step 
(b) with an amount of expression of said indicator gene measured in said host 
cell of step (a) cultured in the absence of said candidate HIV antiretroviral 
compound, wherein the difference between the amount of expression of said 
indicator gene measured in step (c) relative to that measured in step (b) 
correlates with the effectiveness of said candidate HIV antiretroviral 
compound, thereby assessing the effectiveness of said candidate HIV 
antiretroviral compound. 

99. (New) The method of Claim 98, wherein said a nucleic acid segment encoding HIV 
protease further comprises a mutation at codon(s) 63 and/or 77. 

100. (New) The method of Claim 98, wherein said a nucleic acid segment encoding HIV 
protease further comprises a mutation at codon(s) 63, 77 and/or 46, or a combination 
thereof 

101 . (New) The method of Claim 98, wherein said a nucleic acid segment encoding HIV 
protease further comprises a mutation at codon(s) 63, 77, 46, 10, 20 and/or 36, or a 
combination thereof. 
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102. 



(New) A test vector comprising a nucleic acid segment encoding HIV protease having 
a mutation at codon 88, and an indicator gene, wherein expression of the indicator 
gene depends upon the activity of said HIV protease. 



103. (New) The test vector of Claim 102, wherein said nucleic acid segment encoding HIV 
protease further comprises a mutation at codon(s) 63 and/or 77. 

104. (New) The test vector of Claim 102, wherein said nucleic acid segment encoding HIV 
protease further comprises a mutation at codon(s) 63, 77 and/or 46, or a combination 
thereof. 

105. (New) The test vector of Claim 102, wherein said nucleic acid segment encoding HIV 
combination thereof. 
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